Stpurp_XP_030830912.1_TOX_high_mobility_group_box_family_member_4 _isoform_X1_[Strongylocentrotus_purpuratus]

Sakowa_XP_002738544.1_PREDICTED_TOX_high_mobility_group_box_family_member_3-like_isoform_X1_[Saccoglossus_kowalevskii]

- Brbelc_XP_019638325.1_PREDICTED_TOX_high_mobility_group_box_family_member_3-like_[Branchiostoma_belcheri]

1
Brlanc_Tox_BLAG07001222
Sccani_XP_038644101.1_TOX_high_mobility_group_box_family_member_4b_[Scyliorhinus_canicula]
085 Dareri_XP_021326932.1_TOX_high_mobility_group_box_family_member_4-A_[Danio_rerio]
’ 1
1
Dareri_NP_001121758.1_TOX_high_mobility_group_box_family_member_4_[Danio_rerio]
0,27
Hosapi_NP_055643.1_TOX_high_mobility_group_box_family_member_4_isoform_1_[Homo_sapiens]
0,95
Xetrop_XP_012814066.1_TOX_high_mobility_group_box_family_member_4_isoform_X1_[Xenopus_tropicalis]
0,92
Pemari_XP_032830635.1_TOX_high_mobility_group_box_family_member_4-like_[Petromyzon_marinus]
Pemari_XP_032801465.1_TOX_high_mobility_group_box_family_member_3-like_partial_[Petromyzon_marinus]
0,94 Dareri_XP_005169075.1_TOX_high_mobility_group_box_family_member_3_isoform_X1_[Danio_rerio]
0,83
1 Sccani_XP_038662637.1_LOW_QUALITY_PROTEIN_TOX_high_mobility_group_box_family_member_3_[Scyliorhinus_canicula]
0,76
Hosapi_XP_005255949.1_TOX_high_mobility_group_box_family_member_3_isoform_X1_[Homo_sapiens]
0,99
0,98 Xetrop_NP_001121484.1_TOX_high_mobility_group_box_family_member_3_[Xenopus_tropicalis]
Pemari_XP_032813462.1_TOX_high_mobility_group_box_family_member_3-like_isoform_X1_[Petromyzon_marinus]
Sccani_XP_038659749.1_TOX_high_mobility_group_box_family_member_2_isoform_X1_[Scyliorhinus_canicula]
0,95 0,18 1 Dareri_XP_017211947.1_TOX_high_mobility_group_box_family_member_2_isoform_X1_[Danio_rerio]
0,97
Hosapi_NP_001092267.1_TOX_high_mobility_group_box_family_member_2_isoform_a_[Homo_sapiens]
0,99
1 —— Xetrop_XP_004918576.1_TOX_high_mobility_group_box_family_member_2_isoform_X1_[Xenopus_tropicalis]
Sccani_XP_038665350.1_thymocyte_selection-associated_high_mobility_group_box_protein_TOX_isoform_X1_[Scyliorhinus_canicula]
1 Dareri_NP_001243623.1_thymocyte_selection-associated_high_mobility_group_box_protein_TOX_[Danio_rerio]
0,76
Hosapi_NP_055544.1_thymocyte_selection-associated_high_mobility_group_box_protein_TOX_[Homo_sapiens]
0,93
Xetrop_XP_012820733.2_thymocyte_selection-associated_high_mobility_group_box_protein_TOX_isoform_X1_[Xenopus_tropicalis]
Phmamm_gi|1834499469|emb|CAB3267174.1|MTP2014.S765.911803.02| _CAGF9_[Phallusia_mammillata]
0,98
Ciinte_NP_001071666.1_transcription_factor_protein_[Ciona_intestinalis]
1
Moocci.CG.ELv1_2.5653645.9g30737.02.p
0,15

Harore.CG.MTP2014.566.911862.01.p

0.4



